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H. Bradley Shaffer, James M. Clark, and Fred 
Kraus, 284-303 
Molva, 415-417 
molva, 411, 414 
Monophyllus, 424 
redmani, 432 
Monophyly, 216-231, 366-375 
Monophyly of bats, on the, Robert J. Baker, Michael 
J. Novacek, and Nancy B. Simmons, 216-231 
Mooi, R. D., see Klassen, G. L., — 
Mooi, Rich, review by, 245-247 
Moritz, Craig, see Hillis, David M., and — 
Mormoopidae, 423, 432 
Mormoops, 424 
megalophylla, 432 
Mormopterus, 204, 211, 212 
Morphology, 284-303 
jaw, 329-354 
Morphometrics, 410-419 
Morrone, Juan J., see Crisci, Jorge V., — 
Moschidae, 117, 119 
Moschus, 118, 128 
Most-parsimonious trees, 315-328 
mtDNA, 117-130, 393-409 
Muehlenbeckia, 154 
Multiple optima, 315-328 
Multivariate analysis, 172-187, 410-419 
Multivariate comparison of allometric growth pat- 
terns, a, Christian Peter Klingenberg and Rainer 
Froese, 410-419 
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Mummucidae, 153 
Muntiacus, 124, 126 
reevesi, 118, 122 

Mus, 223 
musculus, 422 
Musonycteris, 424 

Musperia, 97 
Myotis, 211, 212 
Myristicaceae, 14 
Myro, 155 


Nandidae, 38 
Nandus, 97 
Nanichthys simulans, 330 
Narosa, 479, 480 
Nassauvia, 153 
Natrix natrix, 179, 180, 185 
Natural selection, 1-18 
Negria, 153, 155, 158, 160 
Nelson, G., and P. Y. Ladiges, Three-area statements: 
standard assumptions for biogeographic analysis, 
470-485 
Nelson, Gareth, review by, 503 
Nemonychidae, 153, 157 
Neuquenaphis, 156 
Noctilio, 424 
leporinus, 432 
Noctilionidae, 423, 432 
Noctuidae, 510 
Nomorhamphus, 336 
Nonmonophyly, 366-375 
Nothofagus, 143, 153, 154, 158, 160, 161 
Notomys, 232 
Notropis rubellus, 394, 395, 398, 400, 401, 403-405 
Novacek, 231-239 
Novacek, Michael J., see Baker, Robert J., — 
Novacek, Michael J., see Simmons, Nancy B., — 
Null hypotheses, 54-62 
Nycticebus, 212 


Odocoileus, 124, 126, 127 
virginianus, 118, 122 
Odontocheila, 102 
Ommexechidae, 153 
Omus, 102 
Onagraceae, 154 
Ontogenetic 
method, 433-445 
trajectory, 329-354 
Ontogeny of sexual dimorphism: quantitative models 
and a case study in labrisomid blennies (Teleos- 
tei: Paraclinus), the, Meriel J. Brooks, 271-283 
Opisthoproctus, 41 
Optimization, 315-328 
Oreomyrrhis, 153, 155, 158, 160 
Orites, 154 
Osmeridae, 33, 34, 39, 41, 42, 45, 46, 51 
Osmeroidei, 33-53 
Osmerus, 33, 34, 38, 39, 42, 45, 46, 51 
mordax, 41 
Osmodlska, H., see Weishampel, D. B., — 
Osteoglossum bicirrhosum, 98 
Outgroup comparison, 433-445 
Owen, H. G., see Patterson, Colin, and — 
Oxelytrum, 153, 157, 158, 161 


Oxnard, Charles E., Robin H. Crompton, and Susan 
S. Lieberman, Animal lifestyles and anatomies: 
the case of the prosimian primates, 247-248 

Oxycorinidae, 157 

Oxycorynidae, 153 

Oxyporhamphus, 330 


P. bechei, 96 
Page, Roderic D. M., Clocks, clades, and cospeciation: 
comparing rates of evolution and timing of cos- 
peciation events in host-parasite assemblages, 
188-198 
Page, Roderic D. M., Random dendrograms and null 
hypotheses in cladistic biogeography, 54-62 
Palaeomerycidae, 117 
Paleobiology: homage to Rudyard Kipling, Timothy 
Rowe (rev.), 244-245 
Paleontological method, 433-445 
Paleontology, 19-32 
Pan, 498, 499 
paniscus, 496, 497 
troglodytes, 496, 497 
Panbiogeography special issue (rev.), 503-519 
Pappogeomys, 197 
Parabetyla, 157 
Paraclinus, 271-283 
fasciatus, 272, 275, 277, 279-281 
mexicanus, 272, 275, 277, 279, 281 
nigripinnis, 272, 275, 277, 279, 281 
sini, 272, 274, 275, 277, 279, 281 
Paradapedium, 96 
Parapsyllus longicornis, 157 
Parexocoetus, 330 
Paromomyidae, 205 
Parsimony, 304-314, 315-328, 363-365, 470-485 
analysis, 105-109, 152-171 
maximum, 63-73 
squared-change, 304-314 
Patterson, Colin, and H. G. Owen, Indian isolation or 
contact? A response to Briggs, 96-100 
Pecora, 117-130 
Pelorididae, 156 
Pentarthrum, 157 
Perameles, 233 
Peramelidae, 138, 367, 372, 375 
Perezia, 153 
Peripentadenia, 153, 154, 158, 160-162 
Peroryctes longicauda, 131, 133, 137, 138, 146-151 
Petalichthys, 334-335, 351 
capensis, 331, 336, 338, 341-346, 353, 354 
Petauridae, 131, 140 
Petaurista, 204, 223, 232 
Petaurus breviceps, 132, 133, 137-139, 146-151 
Pettigrew, J. D., 239-243 
Pettigrew, John D., A fruitful, wrong hypothesis? Re- 
sponse to Baker, Novacek, and Simmons, 231- 
239 
Pettigrew, John D., Wings or brain? Convergent evo- 
lution in the origins of bats, 199-216 
Phalanger, 143 
vestitus, 133, 137, 139, 146-151 
Phalangeridae, 131, 367, 372, 375 
Phascolarctidae, 131 
Phascolarctos cinereus, 132, 133, 137, 139, 146-151 
Pholidobolus, 407 
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Phyllonycteris, 424 
Phyllostomidae, 420-432 
Phyllostomus, 424, 429 
elongatus, 432 
latifolius, 432 
Phylogenetic 
analysis, 33-53, 284-303, 420-432, 458-469 
information, 257-270, 446-457 
radiation, 117-130 
reconstruction, 19-32 
systematics, 433-445 
tree, 19-32, 63-73, 304-314 
uncertainty, 393-409 
Phylogenetic analysis of restriction site variation in 
the ribosomal DNA complex of New World leaf- 
nosed bat genera, Ronald A. Van Den Bussche, 
420-432 
Phylogeny, 1-18, 63-73, 131-151, 304-314, 315-328, 
376-378 
reconstruction, 458-469 
testing, 420-432 
Phylogeny and the classification of fossil and Recent 
organisms, Norbert Schmidt-Kittler and Rainer 
Willmann (eds.) (rev.), 376-378 
Plagiotelum, 156 
Platybelone 334-336 
argalus, 331, 338, 341, 342, 344, 346, 348, 353, 354 
Plecoglossidae, 33, 34 
Plec oglossus, 34, 38, 39, 42-46, 51 
altivelis, 33 
Plegadis, 91-94 
falcinellus, 90 
Plethodon, 8, 9 
petraeus, 10, 15 
Poaceae, 155 
Podocarpaceae, 154 
Polarization of character transformations in phylo- 
genetic systematics: role of axiomatic and auxil- 
iary assumptions, the, Harold N. Bryant, 433-445 
Pollachius, 414 
pollachius, 411 
Polydrusus, 157 
Polygonaceae, 154 
Pompilidae, 153, 157 
Pompilocalus, 153 
Pongo, 494, 495, 497, 498 
pygmaeus, 496 
Population phylogenesis, 172-187 
Potamorrhaphis, 332, 335, 336, 349 
eigenmanni, 331, 338, 341, 342, 346, 350, 351, 353, 354 
guianensis, 331, 348 
petersi 331, 348 
Primate evolution, Glenn C. Conroy (rev.), 247-248 
Primulaceae, 154 
Principal component analysis, 410-419 
Principal points, 410-419 
Principles of geology being an attempt to explain the 
former changes of the earth’s surface by refer- 
ence to causes now in operation, Charles Lyell 
(rev.), 503 
Pristigenys, 98 
Pristolepidae, 97 
Pristolepis, 97 
Proctotrupidae, 157 
Propotto, 229 


Proteaceae, 11, 153, 154, 158, 161 
Prototroctes, 33, 38, 39, 42, 44-46, 51, 53 
Pselaphidae, 153 
Pseudocheiridae, 131 
Pseudocheirus, 143 

canescens, 132, 133, 137, 146-151 
Pseudochirops, 143 

cupreus, 132, 133, 135, 137, 138, 146-151 
Pseudopanax, 155 
Pseudotylosurus, 336 

angusticeps, 331 

microps, 331, 335, 338, 339, 341-343, 346, 348, 350, 

353, 354 

Psophodes, 60, 61 
Pteropus, 202-205 

alecto, 212 

poliocephalus, 212, 221 
Ptilocercus, 223, 232, 233 
Ptomaphila, 153, 157, 158, 161 
Pygoderma, 425 

bilabiatum, 432 


Rallidae, 512 
Rana, 422, 425, 487 
Random 
data, 446-457 
dendrograms, 54-62 
trees, 54-62 
Random dendrograms and null hypotheses in cladis- 
tic biogeography, Roderic D. M. Page, 54-62 
Randomization tests, 188-198 
Ranunculus, 318 
Rapid cladogenesis among the pecoran ruminants: 
evidence from mitochondrial DNA sequences, 
Fred Kraus and Michael M. Miyamoto, 117-130 
Rates, evolutionary, 117-130, 188-198 
Rattus, 223, 232 
fuscipes, 58-61 
rDNA, 420-432 
Reconstructing ancestral states, 304-314 
Redford, Kent H., and John F. Eisenberg (eds.), Ad- 
vances in Neotropical mammalogy (rev.), 114 
Reductive characters, 33-53 
Relationship between hetero- and homoduplex melt- 
ing temperatures in studies of DNA-DNA hy- 
bridization, the, Neil W. Blackstone and Fred- 
erick H. Sheldon, 89-95 
Relationships of the osmeroid fishes and the use of 
reductive characters in phylogenetic analysis, 
Douglas P. Begle, 33-53 
Resampling, 172-187 
Restionaceae, 155 
Restriction site variation, 420-432 
Retention index, 74-88 
Retropinna, 37-39, 42, 44-46, 51-53 
Retropinnidae, 33, 34, 39, 45, 46, 51, 52 
Rhamnaceae, 154 
Rhinolophus, 241 
Rhinophylla, 424 
pumilio, 432 
Rhinopoma, 211, 212, 228 
Rhopalomerus, 157 
Rhopalopsyllidae, 157 
Rhyacotriton, 287, 293 
olympicus, 286, 290-292, 302 
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Ribosomal DNA, 420-432 

Rogers, James S., A comparison of the suitability of 
the Rogers, modified Rogers, Manhattan, and 
Cavalli-Sforza and Edwards distances for infer- 
ring phylogenetic trees from allele frequencies, 
63-73 

Roig-Jufent, Sergio, see Crisci, Jorge V., — 

Ropalidia, 318 

Rosaceae, 154 

Rostkovia, 155 

Rousettus, 204, 212, 228 

Rowe, Timothy, review by, 244-245 

Rytidosperma, 155 


Sagamichthys abei, 51, 52 
Salangidae, 33, 34, 38, 42, 45, 46, 50, 52 
Salanx 
chinensis, 44 
prognathus, 44 
Salmea, 318 
Salmo, 33 
Salmonidae, 33, 41 
Sanicula 
crassicaulis, 155 
graveolens, 155 
Savage, Jay M., review by, 110-111 
Scarabeidae, 153 
Scatophagus, 98 
Scelionidae, 157 
Sceloporus, 318 
Schizeilema, 155 
Schmidt-Kittler, Norbert, and Rainer Willmann (eds.), 
Phylogeny and the classification of fossil and Re- 
cent organisms (rev.), 376-378 
Scleropages leichardti, 98 
Scomber, 415 
scombrus, 411 
Scomberesocidae, 330, 331, 334 
Scomberesox saurus, 331 
Scophthalmidae, 417 
Scrophulariaceae, 155 
Secretary's report, Kristian Fauchald, 525 
Seriola, 98 
Serranidae, 97 
Sexual 
dimorphism, 271-283 
selection, 271-283 
Shaffer, H. Bradley, James M. Clark, and Fred Kraus, 
When molecules and morphology clash: a phy- 
logenetic analysis of the North American am- 
bystomatid salamanders (Caudata: Ambystoma- 
tidae), 284-303 
Sheldon, Frederick H., see Blackstone, Neil W., and 
Silphidae, 153, 157, 158, 161 
Simmons, 231-239 
Simmons, Nancy B., Michael J. Novacek, and Robert 
J. Baker, Approaches, methods, and the future of 
the chiropteran monophyly controversy: a reply 
to J. D. Pettigrew, 239-243 
Simmons, Nancy B., see Baker, Robert J., — 
Simulation, 458-469 
Simultaneous Mantel tests, 172-187 
Siphlonuridae, 153, 156, 158, 160-162 
Size correction, 410-419 


Skewness, 257-270 
Slatkin, Montgomery, and Wayne P. Maddison, re- 
view by, 248-249 
Smelts, 33-53 
Smouse, Peter E., Thomas E. Dowling, Joseph A. Two- 
rek, Walter R. Hoeh, and Wesley M. Brown, Ef- 
fects of intraspecific variation on phylogenetic 
inference: a likelihood analysis of mtDNA re- 
striction site data in cyprinid fishes, 393-409 
Sober, Elliott, see Barrett, Martin, — 
Solanum, 318 
lycopersicum, 384 
Soleidae, 417 
Sorensia, 156 
South America, 152-171 
Sphaerotrichepidae, 155 
Sphictostethus, 157 
Spilanthes, 318 
Spirinchus, 33, 38, 45, 51 
starksi, 52 
Springer, Mark S., and John A. W. Kirsch, DNA hy- 
bridization, the compression effect, and the ra- 
diation of diprotodontian marsupials, 131-151 
Squared-change parsimony reconstructions of ances- 
tral states for continuous-valued characters on a 
phylogenetic tree, Wayne P. Maddison, 304-314 
Stachycarpus, 154 
Staphylinidae, 153, 157, 158, 161 
Stenoderma, 425 
rufum, 432 
Stokellia, 33, 38, 39, 42, 45, 46, 51-53 
Stoneking, Mark, see Wilson, Allan C., — 
Strongylura 
anastomella, 331, 353, 354 
exilis, 331, 338, 341, 342, 346, 353, 354 
fluviatilis, 331, 336, 353, 354 
hubbsi, 331, 335, 336, 338, 339, 341-343, 346, 353, 354 
incisa, 331, 338, 341-344, 353, 354 
krefftii, 331, 336, 353, 354 
leiura, 331, 338, 339, 341-344, 346, 353, 354 
marina, 331, 335, 338, 341, 342, 346-349, 353, 354 
notata, 331, 336, 338, 341, 342, 345, 346, 350, 351, 
353, 354 
scapularis, 331, 353, 354 
senegalensis, 331, 353, 354 
strongylura, 331, 338, 341, 342, 346, 351, 353, 354 
timucu, 331, 338, 341, 342, 346, 348, 353, 354 
urvillii, 331, 353, 354 
Sturnira, 424 
lilium, 432 
Styloniscus, 155 
Suidae, 118 
Sundasalangidae, 34 
Sundasalanx praecox, 44 
Sus, 119, 126, 128 
scrofa, 118, 122, 124 
Syconycteris, 236 
Systematics Agenda 2000: integrating biological di- 
versity and societal needs, 520-523 


Tadarida, 211, 212 
Talismania, 41 

Taphozous, 211, 212 
Tapinocephalus, 244 
Tarentola delalandii, 172-187 
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Tarsipedidae, 131 
Tarsipes, 131, 132 
spenceri, 140 
Tarsius, 204, 212, 232 
Tatosoma, 510 
Taxonomic congruence, 284-303 
Teleostei, 271-283, 329-354 
Temperatures, melting, 89-95 
Tenebrionidae, 153 
Tests, 
cladistic permutation, 366-375 
phylogeny, 420-432 
randomization, 188-198 
simultaneous Mantel, 172-187 
Testimony to the BBS task force looking to the 21st 
century, Jul an Humphries, William Fink, and 
Joel Cracraft, 380-383 
Tetragonolepis, 96 
Thaleichthys, 33, 38, 39, 44, 45, 52 
pacificus, 51 
Thomomys, 197 
Thorpe, R. S., Clines and cause: microgeographic vari- 
ation in the Tenerife gecko (Tarentola delalandit), 
172-187 
Three-area statements: standard assumptions for bio- 
geographic analysis, G. Nelson and P. Y. Ladiges, 
70-485 
Thylacinus, 366, 367 
Thymallus thymallus, 51 
Thymelaeaceae, 153, 154, 158 
Tomoceridae, 156 
Tomocerura, 156 
Tonatia, 424 
silvicola, 432 
Townsend, John C., Jr., Treasurer's report, Society of 
Systematic Biologists annual meeting, Hilo, Ha- 
waii, August 1991, 525-530 
Trachops, 424, 429 
cirrhosus, 432 
Tragulidae, 117, 118 
Tragulus, 119, 121, 126 
napu, 117, 118, 120, 122, 124 
Transformation series analysis (TSA) is dependent on 
initial order of character states, Paulo A. Buckup 
and Brian S. Dyer, 500-502 
Treasurer's report, Society of Systematic Biologists an- 
nual meeting, Hilo, Hawaii, August 1991, John 
C. Townsend, Jr., 525-530 
Treasurer's report, University of Maryland, College 
Park, 2 July 1990, Roy W. McDiarmid, 251 
Tree searching, 315-528 
Tree-length distribution skewness: an indicator of 
phylogenetic information, John P. Huelsenbeck, 
257-27 
Trees, 
evolutionary, 19-32 
length, 257-270 
most-parsimonious, 315-328 
phylogenetic, 19-32, 63-73, 304-314 
random, 54-62 
Trichosurus, 143 
vulpecula, 133, 137, 139, 146-151 
Triglidae, 411, 413, 415 
Trimmatom 
nanus, 351 
offucius, 351 


Trisopterus, 411, 415 
Tristiridae, 153 
Trixis, 155 
Tupaia, 204, 222, 223, 232 
Tworek, Joseph A., see Smouse, Peter E., — 
Tylosurus, 335, 350 
acus, 331, 336, 338, 341-343, 345, 348, 353, 354 
crocodilus, 331, 336, 338, 339, 341, 342, 346-348, 353, 
354 
gavialoides, 331, 353, 354 
punctulatus, 331, 353, 354 
raphidoma, 336, 347 
Typhlops, 111 


Uroderma, 424 
bilobatum, 432 


Vampyressa, 424 
macconellii, 432 
nymphae, 432 
Vampyrodes, 424 
carracioli, 432 
Vampyrops, 424 
helleri, 432 
Vampyrum, 424, 429, 432 
Van Den Bussche, Ronald A., Phylogenetic analysis 
of restriction site variation in the ribosomal DNA 
complex of New World leaf-nosed bat genera, 
420-432 
Variation, 
geographic, 172-187 
intraspecific, 393-409 
microgeographic, 172-187 
restriction site, 420-432 
Vombatidae, 131 


Weir, B. S., Genetic data analysis: methods for discrete 
population genetic data (rev.), 248-249 

Weishampel, D. B., P. Dodson, and H. Osmdlska (eds.), 
The Dinosauria (rev.), 378-379 

Wilderness of panbiogeography: a synthesis of space, 
time, and form?, the, Richard L. Mayden (rev.), 
503-519 

Wilkinson, Mark, Homoplasy and parsimony analy- 
sis, 105-109 

Willmann, Rainer, see Schmidt-Kittler, Norbert, and 

Wilson, Allan C., Mark Stoneking, and Rebecca L. 
Cann, Ancestral geographic states and the peril 
of parsimony, 363-365 

Wings or brain? Convergent evolution in the origins 
of bats, John D. Pettigrew, 199-216 

Winteraceae, 153, 154, 158 

Woods, Charles A. (ed.), Biogeography of the West 
Indies. Past, present and future (rev.), 110-111 


Xenentodon, 335, 336 

cancila, 331, 348, 350, 353, 354 
Xenopoecilus poptae, 330 
Xenopus, 210 


Zealandella, 156 
Zenarchopterus, 336 
Zygogeomys, 197 
Zygophyllaceae, 154 
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